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Abstract: BACKGROUND: 

the innate and adaptive immune systems. The most accepted mechanism in the etiopathogenesis of psoriasis is the induction 

OBJECTIVE: This study aimed to investigate the relationship between psoriasis disease and granulysin gene polymorphisms. 

bution were used as a control group. 

RESULTS: 

STUDY LIMITATIONS: The study only included Turkish patients. 

CONCLUSION: 

pathogenesis.

Keywords: 

198

INTRODUCTION

causal mechanism of psoriasis is still unknown.1

seriously aggravated by physical disruption of daily activities, 

perience heart disease, diabetes mellitus, cancer, and depression. A 
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disease.

provide high resistance to skin infection, show increased synthe

sis in psoriatic lesions.

increased as a result of microbial infections.8 Granulysin is a mem

and is secreted from these cells together with granzyme and perfo

rin.

consists of activators of sphingolipid hydrolase in the central ner

vous system. Granulysin is tumoricidal and broadly antimicrobial, 

parasites. Granulysin binds to the cell surface based on charge and 

es.10 A recent immunohistochemistry study showed that granulysin 

11

gene polymorphism is associated with infectious diseases such as 

chronic hepatitis B, but to our knowledge there has been no study 

riasis.12

phisms in the etiopathogenesis of psoriasis and can help establish a 

METHODS

Study subjects

The study was conducted in 100 patients diagnosed with 

Ecevit University Application and Research Center. A group of 100 

was used as the control group. Study participants were matched for 

included in the study were recorded, and patients were divided into 

score. The study was approved by the Clinical Research Ethics Com

amendments. All participants were informed and signed consent 

forms before being included.

DNA extraction and genotype analyses

polymorphisms, 2ml blood samples were collected from patients 

blood with the E.Z.N.A.®

2 4 2
SO

4

units of Taq polymerase, and 20pmol of each primer.

Biolabs

gel and viewed by staining with ethidium bromide and evaluated 

Statistical analyses

of the polymorphisms were calculated both for cases and controls. 

The 2 test was used to compare the genotype frequency of each gene 

psoriasis risk for the alleles. Distribution of data was determined by 

frequency and percent. Continuous variables were compared with 

RESULTS

The study enrolled 100 psoriasis patients and 100 healthy 

TABLE 1: SNP ID, primer sequences, and annealing temperature

SNP ID Primer sequencing Annealing temp. (0C)

rs7908

F:

0C
R:

rs10180391

F:

0C
R:
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TABLE 2: SNP ID, restriction enzymes for detecting each single-nucleotide polymorphism (SNP), cutting sequencing, working 

temperature, incubation time and allele size (bp)

SNP ID Restriction enzymes Cutting sequencing Working temperature Incubation time Allele size (bp)

rs7908 BbvC1

CC: 183, 42 bp

rs10180391 Ase1

FIGURE 2: GNLY
morphism gel electrophoresis image. 

are in TT genotype

FIGURE 1: GNLY
morphism gel electrophoresis image. 
DNA marker is 100 bp. Samples with 

As seen in table 4

and controls, and no relationship was detected between these 
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TABLE 4: GNLY genotypes and alleles and the risk of developing psoriasis

(n=100) All PASI<3 OR (95% CI) P

n (%) n (%) n (%) n (%) n (%) for all psoriasis value

Rs7908/Genotype

GG Reference

0.033GC

CC

Rs7908/Allele

G Reference

C

rs10180391/Genotype

CC Reference

CT

TT

rs10180391/Allele

C Reference

T

TABLE 3: Sex and age distribution of psoriasis patients and 

controls

Healthy controls 

n (%)

Psoriasis patients 

n (%)

P value

Male

Female

Age

TABLE 5: Haplotype distribution of GNLY rs7908 - rs10180391 

gene polymorphisms

Haplotype Healthy 

controls

Psoriasis 

patients P 

value

OR 

(95% CI)rs7908/ 

rs10180391

[n = 100 (%)] [n = 100 (%)]

GC Reference

GT 1.331 

CC
0.180

CT

GRAPH 1: The relationship between 

(Graph 1)

DISCUSSION



known.  According to current knowledge, genetic factors contribute 

to age at onset, clinical manifestations, and type and severity of the 

13,14 

The most widely accepted mechanism in the etiopathogenesis of 

psoriasis involves chemokines, which play a key role in cytokine and 

lymphocyte activation as the fundamental step in this process, fol

Granulysin, a positively charged cytolytic antimicrobial 

Granulysin has been associated with a number of diseases, includ

ing various infections, cancer, transplantation, skin disorders, and 

reproductive complications.18

We investigated the relationship between psoriasis, an au

The difference between the two groups in the genotype 

allele has been found to have a protective effect against psoriasis. 

20

21 Nucleotide changes 
22 

region, causing the amino acid transformation of leucine  valine 

duces the amount or activity of granulysin protein, leading to the 

complete elimination of trigger factors causing psoriasis. The ami

reason of activity decrease of the enzyme. Although both leucine 

and valine are nonpolar and hydrophobic, valine differs structural

2

likely, the absence of the methyl group causes distortions in intra

molecular interactions and decreases in enzyme activity.

distribution and allele frequencies were analyzed, no statistically 

et al.

infection.12 

genotype frequency decreased as disease severity increased. This 

with disease severity and that the C allele protects against psoriasis. 

G allele in our study suggests that this allele may have an enhanc

et al.

found that the severity of psoriasis increased with the increase in 

is increased in psoriasis lesions.  Raychaudhuri et al.

increased granulysin levels in lesional T cells and dermal dendro

cytes in psoriasis plaques.23 et al.

mal level.24 

Tewary et al.

as an alarmin with chemoattractant and stimulatory effects on den

dritic cells and macrophages.

function of granulysin, thus allowing the cells of the immunopatho

genesis of psoriasis to continue to function normally.

riasis and even inversely proportional to psoriasis severity. There 

There is thus serious need for further research to identify the ef

 Since prevalence of the disease dif

fers between populations, our research in the Turkish population 

CONCLUSION

a protective effect against psoriasis and reduced the severity of the 

disease progression can lead to the development of new treatment 

modalities for psoriasis.
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